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Figure 3. The new peak detection (NPD) results for NISTmADb control (NPD reference), control spiked in with 15 quantitative peptide
mix, stressed sample and stressed sample spiked in with and 15 quantitative peptide mix digests are shown here. The detection
criteria selected included a fold change of greater than 10-fold, %base peaks at 0.1% level, isotopic similarity at 75% (calculated
compared to a theoretical model) with a retention time window of 1 min and excluding +1 charge states. The peptide MAM application

allows manual data review capability of new peaks with data review status (accepted «, not reviewed?). The accept/reject new peaks
is subject to permission-based access set up by the system administrator.
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