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2 2 WRM of 3 mass pairs, Time 8.52 to 10.52, ES+ (MAPK ALDLLDR 2) ]
PR B WRM of 2 mass pairs, Time 0.41 to 2.41, ES+ (MAP2K SYMSPER.2) ]
14 [B MRM of 4 mass pairs, Time 4.22 to 6.22, ES+ (MAP3K IADFGAAAR.2) _

5 [ WRM of 3 mass pairs, Time 6.11 to 8.11, ES+ (MAP2K DVKPSNILVN(+0.984016)SR.3) | ]
16 B WMRM of 4 mass pairs, Time 6.12 to 8.12, ES+ (MAP2K DVKPSN(+0.984016)ILVNSR.3) [

u [# MRM of 4 mass pairs, Time 6.21 to 8.21, ES+ (MAP2K IPEQILGK.2) ]
s [ WRM of 3 mass pairs, Time 5.79 to 7.79, ES+ (MAP2K DVKPSN(+0.984016)MLVNTR 3) ]
19 [ WRM of 4 mass pairs, Time 5.78 to 7.78, ES+ (MAP2K DVKPSNMLVN(+0.984016)TR.3) [ ]
110 B MRM of 3 mass pairs, Time 6.66 to 8.66, ES+ (MAP3K LLGQGAFGR.2) | ]
I B WRM of 5 mass pairs, Time 8.65 to 10.65, ES+ (MAP2K DVKPSNILLDER.3) ]
112 [ WRM of 3 mass pairs, Time 8.65 to 10.65, ES+ (MAP2K DVKPSN(+0.984016)ILLDER 3) _
113 [ MRM of 4 mass pairs, Time 10.58 to 12.58, ES+ (PAK LLLDSYVK 2} I
114 B WMRM of 4 mass pairs, Time 7.72 to 9.72, ES+ (MAP2K TDFEVLTK 2) ]
115 B WRM of 4 mass pairs, Time 0.82 to 2.82, ES+ (MAP2K INPELN(+0.984016)QK 2) I
16 B WRM of 5 mass pairs, Time 11.38 to 13.38, ES+ (MAP3K SAYPSYLYIIHK 3) _
117 [ WRM of 5 mass pairs, Time 12.09 to 14.09, ES+ (PAK SYLDN(+0.984016)FIK.2) | ]
|18 B WMRM of 4 mass pairs, Time 3.73 t0 5.73, ES+ (PAK LLQTSNITK 2) | ]
419 B WRM of 4 mass pairs, Time 9.19 to 11.19, ES+ (MAP3K NIGSDFIPR.2) [ ]
f20 [B MRM of 3 mass pairs, Time 3.72 0 5.72, ES+ (PAK LLQTSN(+0.984016)ITK 2) -
21 [& WRM of 4 mass pairs, Time 3.72 to 5.72, ES+ (PAK LLQ(+0.984016)TSNITK 2) ]

22 B WMRM of 3 mass pairs, Time 9.17 to 11.17, ES+ (MAP3K N(+0.984016)IGSDFIPR 2) _
23 [ MRM of 4 mass pairs, Time 9.24 to 11.24, ES+ (MAPK N(+0.984016)YLQSLPSK.2) [ ]
_24 B WRM of 5 mass pairs, Time 12.96 to 14.96, ES+ (PAK IAKPLSSLTPLIAAAK 3) ]

125 [ MRM of 4 mass pairs, Time 6.72 to 8.72, ES+ (MAPK MLVLDSDQR 2) ]

126 [ MRM of 4 mass pairs, Time 6.72 to 8.72, ES+ (MAPK MLVLDSDQ(+0.984016)R.2) [ ]

27 B WRM of 5 mass pairs, Time 8.14 to 10.14, ES+ (MAPK NYLLSLPHK 2) ]
|28 B WRM of 5 mass pairs, Time 8.14 to 10.14, ES+ (MAPK N(+0.984016)YLLSLPHK 2) _
|29 [& MRM of 4 mass pairs, Time 7.44 to 9.44, ES+ (PAK LSVISSNTLR.2) ]
30 [Z WRM of 3 mass pairs, Time 7.44 to 9.44, ES+ (PAK LSVISSN(+0.984016)TLR.2) [ ]
131 & WRM of 5 mass pairs, Time 6.96 to 8.96, ES+ (MAPK EVMDWEER.2) [ ]
132 [B MRM of 4 mass pairs, Time 5.56 to 7.56, ES+ (MAPK DLKPSNIVWK 2) [ ]
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= MAP3K: 1. 2. 3. 8
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(ol 3 protein groups, 6 proteins (Showing All )

== 'g Mitogen-activated protein kinase kinase kinase1 0S=Homo sapiens 0X=9606 GN=MAP3K1 PE=1 SV=4

Entry
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M3KL_HUMAN

Mitogen-activated protein kinase kinase kinase 1 OSf
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5 ?5 Mitogen-activated protein kinase kinase kinase 8 0S=Homo sapiens OX=9606 GN=MAP3KS PE=1 SV=2 @ NEYE HUNIAN | [Mitogen-aciivated protsii kinsce kinsce binase s O
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"= Chromatin-remodeling ATPase INC0 OS=Home sapiens OX=9606 GN=INOS0 PE=1 SV=2 AUiGL | INOK SUMAN. | Cheomatin:remadeling ATPise IN0GS C5=romoi

<

] ]

»

Precursor MH+ (Da)

Peptide MH+ (Da)

MH+ Error (Da)

@ 12446593
| © | 891.4692 891.4683 0,008
] 21180308 292 21180308 2118.0310 -0.0002
2] 2787.3486 276 2787.3466[ 2787.3440 0.0046
9 15958080, 200, 1595.8080 1595.7959 0.0121
20424939 300 29424939 2942.4846 0.0094
31795732 600 31795732 3179.5701 0.0032
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A 210 ng/pL B HES B 210 ng/pL 2 iEs

230414_cal10kinase_2 14: 4@BEES+HIMRM 230414_cal10kinase_2 14: 4BBES+HIMRM
100 8.67 TIC (MAP2K TDFEVLTK.2) 100 8.67_ 476.753 > 736.424 (MAP2K TDFEVLTK.2)
2.17e7 1.29e7
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210 ng/pL2HES
230414_cal10kinase_2 14: 4BBES+BIMRM

100 8.69 476.753 > 589.356 (MAP2K TDFEVLTK.2)
3.62e6
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EI3.MassLynxiREIRG: (A) BHFIEES (SMEENEE) F~ENTIC, ATHIANERPREFEMAP2KT,
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e, AEI “BEX” ¥, AMassPREP™MAIITHEESHEMITEm (P/N: 186003196 <
https://www.waters.com/nextgen/global/shop/standards--reagents/186003196-massprep-e-coli-digest-
standard.html>) EEHRDFEER, RESHEBE EEHEEEN10.5 pg~210 ngl—R5 K. SIBTE
BZ, HFItESMRIENR (ZRE+3 X SD) , HA, GANPLAIDLLGRELX (AFRMAPKZ:I) RILODEAR

, A E£35.38 pg (29 fmol)e XMERHIREMEZTEE DI SN HELTEARRL . S8R, B23FaHE
L£LOD <100 pg, =B 32FRLAYHE ELOD <1 ng. ST FPAKRKERARICIGEGSTGIVCIATVR, HR25FEKAILODSE
EAEE1.1~28.9 ng,
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fEA LRBEFENARAHITON, SRRE, OHKERIFEZEMUREREMTURDFAOFHNARR (B
4) o Ak, XM T Z N A ERERRETCAEENEE L5 RARA—BUKTFNERNBAEAS
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ACQUITY Premier& 4 <
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mobility-mass-spectrometer/nav.htm?cid=135021297>
MassLynx MS3x 4 <https://www.waters.com/513662>

TargetLynx <https://www.waters.com/513791>
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